Woodchucks {Marmota monax) naturally infected with a virus closely related to the human hepatitis B virus (HBV) serve as a model for liver disease and hepatocellular carcinoma in humans (1). Analysis of cellular sites for viral integration has identified myc family genes in about 30% of woodchuck liver tumors, and revealed the presence of two distinct, apparently functional Nmyc genes in the woodchuck genome (2; Fourel et al., submitted). N-myc 1 is homologous to other mammalian N-myc genes (3-5), similarly organized into three exons and two introns, whereas N-myc2 has the hallmarks of retroposons (Fourel et al., submitted).
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